Leaf spot of cabbage (Brassica rapa subsp. pekinensis cv. Tokyo Bekana) was found during summer (April-August) 2017 on a demonstration field at the Prince of Songkla University, Thailand. The primary symptom was small circular dark spots, 0.1-0.2 cm in diameter, growing to 0.2-0.5 cm, with dark brown margins ( Fig. 1 ). Disease incidence reached approximately 20% in the field.
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A fungal isolate (TBC03) was obtained from infected plants and a colony was grown on potato dextrose agar. The colony was brown to dark brown. Conidiophores were pale brown, reddish brown to dark reddish brown, septate, unbranched, and 4.5-9 µm thick ( Fig. 2 To confirm the identity of the leaf spot pathogen as C. lunata, DNA of the fungal isolate was extracted using the mini-preparation method (Saitoh et al., 2006) . The nuclear ribosomal internal transcribed spacer (ITS) region was amplified using the ITS1 and ITS4 (White et al., 1990) primer pair. The sequence (Genbank Accession No. LC384896) showed 100% identity with C. lunata (KU844328) and was similar to the ex-neotype of C. lunata CBS730.96 (JX256429; Manamgoda et al., 2012) . Phylogenetic tree analysis demonstrated that isolate PSU-TBC03 clustered with C. lunata (KU844328, JX256430, ex-neotype culture JX256429) ( Fig. 3) .
To test pathogenicity, five, one-month old cabbages cv. Tokyo Bekana were sprayed with a spore suspension of C. lunata (1×10 6 conidia/ml). Development of external symptoms was observed after 1 week on young leaves. The fungal pathogen was re-isolated and its morphology matched C. lunata. The pathogenicity test was repeated twice. To our knowledge, this is the first report of C. lunata as a pathogen of cabbage in Thailand.
